sequence 489 b.p. acgagaaceccg ... aacaccccctga 



linear 

DNA 

- c IT-- acc cao cgc cac ccg cgccca ccc 

. as^i r-a f-3 r . C C c aaa auC sll - • iSU 

icg aga act = „ aaa c_a -a _ , ie gin c/s c > . .au c ; s 

Met arg ile ser lys pro ms :eu arg -^^ 

61/21 jr - C ac ccc acc ccg ggc CCC 



eta aac age cac ccc c:a ace gaa g „c - Ue leu giy cys pne ser 

leu asn ser his phe leu tr, giu ai. gly Ue^ 

121/41 rnn ara aac g ca aca age gac ccg aaa aaa act 

g ca ggg ccc ccc aaa aca gaa gec aac egg gcg aac g ^ ^ lys ile 

ala gly leu pro lys chr giu ala asn c.p v.l^asn 

181/61 r " - act tea cat acg gaa age gac gec cac 

gac ccc act caa ccc acg cac acc gac gc acc « ^ glu sef asp val nls 

cjlu asp leu Ue gin ser ,ec r.is n. asp ala^ 



aaa aaa ac 

» val ile ser asp leu 

111/71 
jee act 
ala ch: 

271/91 rr 
■"41/81 r rr rtc c r q gag cca caa gec acc Cw«i <-~~- 

- a ~ :r. "« £ £ s ^ u. - «. - - •« - 

pro .sar cys l/s vai l... 331/Ul 

ica gaa 
/al glu 
391/131 
ccc gga 
ser giy 
451/151 



301/101 aca gaa aa c ccg acc acc cca gca aac aac 

W C = = T .U aU sfr ?" " "r val glu asn leu Ue Ue leu ala asn asn 
glu ser gly asp ala ser --e k t 9 1 / 13 1 

361/121 " tct gga ccc aaa gaa cgc gag gaa ccg gag 

age ccg ccc ccc aac ggg aac ^a aca gaa c gg u gW g - u Uu giu 
ser leu ser ser asn giy asn vai chr , iu ser^y . 

421/141 gLa cac acc gec gac acg ccc acc aac 

gaa aaa aac act aaa gaa cc. ..g gac age ^ ^ ^ pRe lle asn 
alu lys asn Ue lys glu pne ieu asp -er phe 



ace 1=1 tga ID i^O:i) 

chr ser OPA (S6Q 



DNA sequence 489 b.p. atgagaacttcg^ ^ aacaccccccga linear 

1/1 rr rr-r- ate cag cgc cac ttg cgc cca ccc 

acg aga act teg aaa cca cac ttg aga age act c - ^ ^ Uu cy3 leu leu 

Met arg He ser lys pro his leu ara ser -~ - 

61/21 cac gz - ccc act ccg ggc ccc etc age 

cca aac agt cat ccc eta act gaa get , «c ^ gly cys phe 3er 

leu asn ser his phe leu thr glu aia gly i^ni 

121/41 =ar _ r , ata aa c gat teg aaa aaa act 

gca ggg etc ccc aaa aca gaa gec aac egg gcg aac gc a age g ^ ^ ^ 
aia gly leu pro lys thr glu aia asn crp val^asn 

181/61 rra. cat acg gaa age gac get cac 

gaa gae cct ate eaa t=t acg cac acc gac gec ace c ^ _ ^ his 

glu asp leu ile gin ser met his lie asp 

241/81 ccc ccg gag cca caa get ate cca cct 

-cc age tgc aaa gta aca gca atg aag cgc - Ue ser leu 

pro sir cy S lys v.l chr aia mec lys cys phe^leu leu glu 

301/101 = nr* da aat ccg ate ate cca gca aac aac 

ga g tee gga gac gca age ate cac gac aca gca gaa aat g ^ ^ ^ 

glu ser gly asp aia ser lie his asp c.r 

251/121 ^ „- a , aa c~c gga tgc aaa gaa tgc gag gaa ccg gag 

a-c teg ccc tec aac ggg aac gca a. a *aa yy ^ Ieu lu 

si: u; ser ser asn gly asn val chr glu ser^gly c> s lys glu c, 

421/141 ,.»n *ar rcc gca cat acc gec caa acg etc acc aac 

aaa aaa aat att aaa gaa tec ccg cag age tec gta ^ . le 

alu lys asn Lie. lys glu phe leu gin ser phe val his 
481/161 

ace ccc cga (665 ID nID 3) 
Chr ser OPA (StGi ID 
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